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3 <110> APPLICANT: Altosaar, Illimar 

4 Sardana, Ravinder 

5 Dudani, Aail 

6 Ganz, Peter 

7 Tackaberry, Eilleen 

9 <120> TITLE OF INVENTION: Production of GM-CSF in Plants 
11 <130> FILE REFERENCE: O8-898901US 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/10/723,083 

14 <141> CURRENT FILING DATE: 2003-11-26 

16 <150> PRIOR APPLICATION NUMBER: Canada 2,410,702 

17 <151> PRIOR FILING DATE: 2002-11-26 
19 <160> NUMBER OF SEQ ID NOS : 4 

21 <170> SOFTWARE: Patentln version 3.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 458 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Homo sapiens 

28 <220> FEATURE: 

29 <221> NAME /KEY : CDS 

30 <222> LOCATION: (10) . . (438) 

31 <223> OTHER INFORMATION: 
W--> 33 <400> 1 

34 cggcccggg atg cac cac cac cac cac cac tec tec ggc ate gag ggc cgc 51 

35 Met His His His His His His Ser Ser Gly lie Glu Gly Arg 

36 1 5 10 

38 atg gcg cca gcg cgc age ccg age ccg tec acc cag ccg tgg gag cac 99 

3 9 Met Ala Pro Ala Arg Ser Pro Ser Pro Ser Thr Gin Pro Trp Glu His 
40 15 * 20 25 30 

42 gtg aac gcg ate cag gag gec cgc agg etc etc aac etc tec cgc gac 147 

43 Val Asn Ala lie Gin Glu Ala Arg Arg Leu Leu Asn Leu Ser Arg Asp 

44 35 40 45 

46 acc gec gec gag atg aac gag acc gtg gag gtg ate tec gag atg ttc 195 

4 7 Thr Ala Ala Glu Met Asn Glu Thr Val Glu Val He Ser Glu Met Phe 
48 50 55 60 

50 gat etc cag gag ccg acc tgc etc cag acc cgc etc gag ctg tac aag 243 

51 Asp Leu Gin Glu Pro Thr Cys Leu Gin Thr Arg Leu Glu Leu Tyr Lys 

52 65 70 75 

54 cag ggc etc cgc ggc age etc acc aag etc aag ggc ccg etc acc atg 291 

55 Gin Gly Leu Arg Gly Ser Leu Thr Lys Leu Lys Gly Pro Leu Thr Met 

56 80 85 90 

57 atg gcg tec cac tac aag cag cac tgc cca ccg acc ccg gag acc tec 33 9 

5 8 Met Ala Ser His Tyr Lys Gin His Cys Pro Pro Thr Pro Glu Thr Ser 
59 95 100 105 110 
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103 Ser His Tyr Lys Gin His Cys Pro Pro Thr Pro Glu Thr Ser Cys Ala 

104 100 105 110 

107 Thr Gin He He Thr Phe Glu Ser Phe Lys Glu Asn Leu Lys Asp Phe 

108 115 120 125 

111 Leu Leu Val He Pro Phe Asp Cys Trp Glu Pro Val Gin Glu 

112 130 135 140 

114 <210> SEQ ID NO: 3 

115 <211> LENGTH: 429 

116 <212> TYPE: DNA 

117 <213> ORGANISM: Homo sapiens 

119 <220> FEATURE: 

120 <221> NAME/KEY: CDS 

121 <222> LOCATION: (1) . . (429) 

122 <223> OTHER INFORMATION: 
W--> 124 <400> 3 
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